. Sequence polymorphism in the ITS region of Trichonympha campanula, illustrated by a trace file of the direct Sanger sequencing of the PCR product obtained from a singleflagellate MDA sample (ZnvTrn21). The positions of multiple peaks (indicated by bars) are affected by the sequencing direction but always start in the ITS region, suggesting the presence of both substitutions and indels. For phylogenetic analysis, we used the consensus of the sequences obtained forward and reverse primers, always selecting the stronger signal at the polymorphic positions. 
